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Cervical cancer is one of the most common malignant
tumors of the female reproductive system which is closely
related to HPV infection, but its pathogenesis-related research
remains to be improved. At present, little is known about the
roles and mechanisms of IncRNA-UCA1 in HPV-adduced
cervical cancer. On the basis of the previous study that
LncRNA-UCA1 was closely related to the continuous
expression of HPV oncogene, this project seeks to elucidate
the distribution of LncRNA-UCA1 expression in
HPV-associated cervical lesions by detecting the expression of
LncRNA-UCA1 and HPV-E6/E7 in cervical lesions of
different grades, and clarify the significance of
LncRNA-UCAI as a molecular marker for early diagnosis of
cervical cancer through the analysis of the correlation between
LncRNA-UCATI expression and tumor indicators SCC and
CA125. The relationship between LncRNA-UCAT1 expression
and prognosis of patients with HPV-positive cervical cancer
will be analyzed by following up the expression of
LncRNA-UCATI and clinicopathological features and survival
cycle in patients with HPV-positive cervical cancer. Also the
overexpression/ silencing/ salvaging strategy, RIP and other
techniques in clinical samples, cervical cancer cells in vitro
and animal models of multiple levels will be used to explore
the hypothesis “HPV-E6/E7 regulates miR-135a/SIAH1
through LncRNA-UCA1 to play a role in the occurrence of
HPV-positive cervical cancer”. Our results will be helpful to
discover new biomarkers and prevention measures in
HPV-positive cervical cancer.
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